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Abstract  Objective: To investigate the E2F1 expression and significance in clear cell renal cell carcinoma
(ccRCC). Methods: Message RNA and protein levels of E2F1 in 52 cases of ccRCC surgical specimens and their
corresponding adjacent normal renal tissue samples were detected by real — time PCR and Western blot respective-
ly, the relationship between the mRNA levels of E2F1 and clinicopathological features were analyzed. Results;: The
mRNA levels of E2F1 were significantly up-regulated in ¢ccRCC tissues compared to adjacent normal renal tissues
(P=0.0002). The tendency of the protein levels alteration in ¢ccRCC and Peritumoral tissues were correspond with
that of the mRNA levels. The mRNA levels of E2F1 distinguished largely among different groups in terms of his-

tological staging, tumor size, T staging, clinical stages and vascular infiltration (P<C0. 05), but not age and sex
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(P>>0. 05). Conclusions: E2F1 may be a key event in the carcinogenesis and development of ccRCC.
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F1 E2F1l mRNA REKFSIHERFEBARBXER

E2F1 mRNA
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iR/ %
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