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Expression and clinical significance of miR-106b in renal cell carcinoma
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Abstract Objective: To compare the expression level of miR-106b between renal cancer and adjacent normal
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kidney tissues (ANTs) and between cells derived from renal cancer and normal kidney and to analyze the relation-
ship between the expression level of miR-106b and the clinicopathology. Method: Through quantitative real-time
polymerase chain reaction (RT-qPCR) we determined the expression of miR-106b in 35 paired renal cancer tissues
and ANTs and we analysed the relationship between miR-106b expression and clinicopathology by rank sum test.
We cultivated the renal cancer cell lines (786-O and ACHN) and human normal kidney cell line HK-2 and deter-
mined the expression level of miR-106b in cells by RT-qPCR. Result: MiR-106b was up-regulated in renal cell car-
cinoma (RCC) tissues and cell lines compared with control normal tissues and cell line( P<<0. 01). And the miR-
106b expression in RCC tissues was correlated with histological type ( P =0. 049), but there was no correlation
between miR-106b expression and other clinicopathological variables such as age, sex, T stage, Fuhrman grade
and AJCC staging ( P =>0.05). Conclusion: MiR-106b was up-regulated in both renal cancer tissues and cell lines
and miR-106b expression level was related to histological type of renal cancer. It is suggested that miR-106b play
a potential role in the tumorigenesis and development.
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