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Abstract Objective: To investigate the expression of miRNA-126 in clear cell renal cell carcinoma (ccRCC)
tissues and to study the effects of miRNA-126 in 786-O cells. Method: For real-time qPCR, the expressions of
miRNA-126 were performed in 30 cases of ccRCC and normal adjacent tissues. The expressions of miRNA-126-5p
were detected by RT-qPCR in 786-0 cells and HK-2 cells. The 786-O cells were transfected by hsa-miRNA-126-
5p using Lipofectamine RNAIMAX to up-regulate the expression of miRNA-126-5p. To study the changes of cell
proliferation, invasion ability and apoptosis by MTT, transwell invasion test and flow cytometry respectively. Re-
sult: The expression of miRNA-126-5p in ccRCC was lower (P<C0.05). Grouped by the pathological class, the
expression of miRNA-126-5p was (36. 633 5. 38) in pathological class | ., and (19.96 = 7. 28) in pathological
class I[-Ill . which had no significant correlations (P>>0.05). In terms of clinical stage, the expression of miR-
NA-126-5p was (37. 0546. 38) in clinical stage | , and (24.03=+6.15) in clinical stage [[-[ll . which had no sig-
nificant difference (P >>0.05). After transfection, the expression of miRNA-126-5p in treatment group cells
(42.8647.01) was significantly higher than that in control group (27.464+8.43) (P<C0.05). After 48 hours
transfection, the 786-O cell survival rate in treatment group (80. 82=+0.47) was lower than that in control group
(98.8740.27), has significant difference (P<C0.01). Transwell invasion experiment outcomes showed that the
cells numbers in treatment group (33. 8942. 80) was significantly lower than that in control group (53. 6742. 23)
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(P<C0.05). The cell apoptosis assay showed that the cell apoptosis rate in treatment group was (22. 56+1.13),

while the cell apoptosis rate in control group was (7. 2040. 26), which had significant difference compared with

control group (P<C0.05). Conclusion: The expression of miRNA-126-5p in ccRCC was lower than that in its adja-

cent normal tissues. No significant correlations were observed between miRNA-126-5p expression and clinical

stage. pathological class from patients with ccRCC. The expression of miRNA-126-5p in 786-0O cells which were

successfully transfected by hsa-miRNA-126-5p was significantly up-regulated. After up-regulating miRNA-126-

5p. the cells proliferation. invasion ability were significantly suppressed.

Key words clear cell renal cell carcinoma; miRNA-126; real-time PCR; renal carcinoma cell 786-O; cell pro-

liferation; cell invasion ability; cell apoptosis
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