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Abstract Objective: By studying the mRNA and protein expression levels of MDM4 in renal cell carcinoma,
the correlation between the expression of MDM4 and the clinicopathological features of renal cell carcinoma was
analyzed. The effect of MDM4 on the migration and invasion of renal cell carcinoma cells was also studied using
cell lines to explore its potential role. Method: From January 2014 to February 2017, tumor samples from 82 pa-
tients with renal cell carcinoma who were treated with surgical resection and 20 adjacent samples at the first Affili-
ated Hospital of Henan University of Science and Technology were collected. The real-time fluorescence quantita-
tive PCR and Western blot were utilized to detect the expression of MDM4. The clinicopathologic data including
sex, age and pathological grade were collected and analyzed for their associations with MDM4 mRNA expression.
Effects of MDM4 on migration and invasion of renal cell carcinoma cells in vitro were studied using renal cell carci-
noma cell lines. Result;: Compared with adjacent tissues, the expression of MDM4 mRNA and protein significantly
up-regulated in renal cell carcinoma samples. Statistical analysis showed that the expression of MDM4 mRNA was
positively correlated with TNM staging and metastasis of renal cell carcinoma (P <C0.01). The expression of
MDM4 in tumor cell line ACHN was significantly higher than that in other tumor cell lines and normal renal tubu-
lar epithelial cells HK-2 (P<C0.01). In vitro silencing of MDM4 significantly inhibited ACHN cell proliferation,
migration and invasion. Conclusion: MDM4 expression is closely related to the malignant features of renal cell car-
cinoma and the proliferation, migration and invasion of cancer cells, which is expected to be a potential therapeutic
target for renal cell carcinoma.
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