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Expression of long non-coding RNA TUGI1 in urothelial carcinoma
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Abstract Objective: To investigate the expression of long non-coding RNA TUGI in urothelial carcinoma of
the bladder and its correlation with the clinical prognosis of patients. Method: RT-PCR was used to detect the ex-
pression of TUGI in 68 cases of urothelial carcinoma of the bladder tissues and adjacent non-cancerous tissues, and
the correlation between TUGI expression level and clinicopathological features and the clinical prognosis of pa-
tients after operation was analysed. Result: The expression of TUGI in urothelial carcinoma of the bladder tissues
was abnormally high, and its expression level was higher than that of adjacent non-cancerous tissues (3. 57 £0. 66
vs. 1.00£0.26, P=0.0021). Subsequently, y* test suggested that the high expression level of TUG1 was sig-
nificantly correlated with the histological grade, clinical stage and lymph node metastasis of the tumor, but not
with the sex, age or tumor diameter of the patients. Then, the results showed that the postoperative 5-year sur-
vival rate of patients in the TUGI1 high expression group was significantly lower than that in the TUGI low ex-
pression group, which the difference was statistically significant (P =0.0126). Finally, the study found that high
expression level of TUGI1, high histological grade, high clinical stage and lymph node metastasis were independent
risk factors that affected the clinical prognosis of patients. Conclusion: The expression of TUGI in urothelial carci-
noma of the bladder significantly increased, and it is closely related to the clinical prognosis of patients, which can
be used as an independent risk factor for predicting the prognosis of patients and a therapeutic target.
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