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Abstract Objective: To detect the expression level of PGAP2 in different pathological grades of bladder canc-
er, and to explore the relationship between the expression level and pathological grades and molecular biology of
bladder cancer. Methods: From August 2011 to April 2015. bladder cancer tissues from 78 patients in Linxi Hos-
pital of Kailuan General Hospital were selected as tumor group, and all bladder cancer patients were urothelial
cancer. According to WHO classification standard, the histological classification was: 24 cases of grade [ , 29 ca-
ses of grade Il ., 25 cases of grade [ll. According to the average level of PGAP2 mRNA in bladder cancer, the pa-
tients were divided into two groups: PGAP2 high expression group (n=39)and PGAP2 low expression group (n
=39). According to the recurrence or death of bladder cancer within 5 years after discharge, the patients were di-
vided into 46 with good prognosis and 32 with poor prognosis. The normal tissues adjacent to the bladder cancer
were selected as the normal group. The level of PGAP2 mRNA in tumor tissue of bladder cancer and normal tis-
sues adjacent to the bladder cancer were detected by real-time fluorescence quantitative PCR (qRT-PCR) , and the
expression of PGAP2 in normal bladder tissue and bladder cancer tissue were verified by the search of Ualcan data-
base. The relationship between PGAP2 mRNA level in tumor tissue and clinicopathological characteristics of blad-
der cancer patients was analyzed, and multivariate Cox regression was used to analyze the prognostic factors of
bladder cancer. Results: The level of PGAP2 mRNA in tumor group was higher than that in normal group. The
difference was statistically significant (P<C0. 05), which was consistent with the result of Ualcan database. The
proportions of patients with multiple tumors, infiltration depth of muscle layer invasive bladder cancer and poor
prognosis in PGAP2 high expression group were higher than those in PGAP2 low expression group, and the
difference was statistically significant (P<C0.05). The expression level of PGAP2 was related to the histopatho-
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logical grade of bladder cancer, and the difference was statistically significant (P<C0. 05). Pathological grade and
PGAP2 were independent risk factors for prognosis of bladder cancer(P<C0. 05). Conclusion: The expression level
of PGAP2 in bladder cancer tissues is closely related to the clinicopathological characteristics such as pathological

grade, and is an independent risk factor for the prognosis of bladder cancer. It can provide a theoretical basis for

the evaluation and treatment of bladder cancer.
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