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Abstract Objective: To investigate the prognostic role of autophagy-related LncRNA in bladder urothelial

carcinoma (BLCA), and establish a BLCA autophagy-related LncRNA prognostic risk model. Methods: We
downloaded BLLCA transcriptome data and clinical data from the TCGA database, downloaded the autophagy gene
list from the HADb database, screened BLCA autophagy-related LncRNAs by Person correlation analysis, and
used single-factor Cox regression analysis to screen LncRNAs with prognostic significance. Factor Cox regression
analysis and Kaplan-Meier method were used to screen autophagy-related LncRNAs with independent prognosis,
and to draw survival curves. At the same time, a prognostic risk model was established on this basis. The risk
scores were calculated, then patients were divide into low-risk group and high-risk group. The difference in sur-
vival between the two groups was compared, and ROC curve was used to evaluate the specificity and sensitivity of
the model. Cox regression was used to analyse the relationship between risk scores and clinicopathological charac-
teristics, prognosis of BLCA. Results: A total of 377 BLCA autophagy-related LncRNAs were screened (correla-
tion coefficient |r|>>0.5, P<(0.001), and 7 autophagy-related LncRNAs with independent prognostic signifi-
cance were screened through univariate and multivariate Cox regression analysis to establish prognostic risk mod-
el. The survival time of patients in the high-risk group was significantly lower than that in the low-risk group, and
the difference was statistically significant (P<C0. 01). The area under the ROC curve of the prediction model AUC
was 0. 704. The risk score of the prognosis model is an independent predictor of BLCA. The score was significant-
ly related to tumor grade, pathological stage and lymph node metastasis (P<C0. 05). Conclusion: The prognostic
risk model established based on autophagy-related LncRNA has prognostic value for BLCA and helps guide indi-
vidualized treatment of BLCA patients.
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