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Abstract Objective: In order to find reliable prognostic indicators and biomarkers for clear cell renal cell car-
cinoma(ccRCC) patients, ccRCC immune-related genes (IRGs) were screened by bioinformatics, aims to establish
a scoring model related to the prognostic risk of immune genes. Methods: Firstly, the transcription and sequencing
information related to ccRCC was downloaded through TCGA database, and the differentially expressed genes in
ccRCC tissues were screened by bioinformatics method. Then, IRGs were obtained by co-expression analysis. and
the genes related to the overall survival (OS) of patients were further screened out among these IRGs. Lastly, a
prognostic risk scoring model was constructed by Cox regression to evaluate the comprehensive predictive ability of
the model in clinical practice. Results: A total of 1 791 differentially expressed genes were found in ccRCC and its
nearby tissues, among which 220 IRGs were screened. Thirty immune genes closely related to patient prognosis
were found using univariate Cox analysis, then 10 IRGs (PDIA2, HAMP, CXCL5, KLRKI, LTB4R., CRP.
IL11, UCN, AVPRI1B, LAT) were screened by multivariate Cox analysis. A prognostic model was constructed
based on these 10 IRGs, and the prognosis score model AUC under the ROC curve was 0. 758. The survival curve
showed that the prognosis of the high risk group and low risk group which based on the median risk score was sta-
tistically significant (P<C0. 05), and the multivariate analysis showed that the risk score of the model was an inde-
pendent predictor of the prognosis of ccRCC. Conclusion: IRGs in ccRCC are closely related to the prognosis of pa-
tients, and the risk scoring model constructed based on them can not only effectively predict the prognosis of
ccRCC, but also be used as a prognostic biomarker for ccRCC patients.
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