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Abstract Bladder cancer(BC) is one of the most common types of cancer in the world and the most lethal u-
rological malignancy. Currently, the diagnosis and follow-up of BC rely on cystoscopy and cytological methods.,
which are invasive and often affected by tumor heterogeneity. Therefore, the discovery of new predictive biomark-
ers is crucial for the diagnosis, progression and prognosis of BC. It has been shown that urinary circulating tumor
DNA(ctDNA) is homologous to tumor cells, with higher concentrations compared to plasma ctDNA, so it may be
useful for early detection of urological tumors. However, the sample size is small and difficult to isolate, and the
standardization of detection methods still needs further harmonization. This paper summarizes the value of urinary

ctDNA as a liquid biomarker for early diagnosis, efficacy monitoring and recurrence prediction in BC so as to pro-
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MAE & A Jm i &2 & E o 31 #5 01 /mL, ixX & W]
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El 200 27 A 0 EL A B g 1 8 R R R S R L G B

TEH T %k Z Wi 78 BCL X k2 Wi MRD #2 44t of
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